Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.048; wR factor = 0.130; data-to-parameter ratio = 17.9.
Experimental
Crystal data 
Data collection
Bruker Kappa APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.975, T max = 0.985 48594 measured reflections 11199 independent reflections 5268 reflections with I > 2(I) R int = 0.044 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.130 S = 0.99 11199 reflections 624 parameters 7 restraints H-atom parameters constrained Á max = 0.16 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày; Àz þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 
Comment
In continuation to the formation of different hydrazide derivatives (Shafiq et al., 2009a (Shafiq et al., , 2009b , the title compound (I, Fig.   1 ), has been prepared and being reported. There are three molecules of (I) in the asymmetric unit of title compound. All differ from one another. This difference is observed from the dihedral angles between the rings and also from disorder. In the disordered molecule the furan and naphthalene group A (C1A-C4A/O1A) and B (C8-C17), respectively are oriented at a dihedral angle of 41.4 (2)°. In the molecule containing O4, the groups C (C18-C22/O4) and D (C25-C34) make a dihedral angle of 32.2 (5)°. Similarly in the remaining molecule, the groups E (C35-C38/O7) and F (C42-C51) are oriented at a dihedral angle of 11.05 (12)°.
The dihedral angle between the disordered rings [A (C1A-C4A/O1A) and G (C1B-C4B/O1B)] of furan is 15 (2)°. The molecules are stabilized in the form of infinite one dimensional polymeric chains extending along the crystallographic b axis and also there exists various ring motifs ( Fig. 2) (Bernstein et al., 1995) .
Experimental
To a hot stirred solution of 3-hydroxy-2-naphthoichydrazide (1.5 g, 7.4 mmol) in ethanol (35 ml) and 1,4-dioxan (2 ml) was added 5-methylfurfural (0.736 ml, 7.4 mmol). The resultant mixture was then heated under reflux. After 30 minutes solid product began to form. The reaction mixture was refluxed about 1.5 h for the sake of completion of reaction which was monitored through TLC. The mixture was cooled to room temperature and the solid was collected by suction filtration.
The precipitates were washed with 1,4-dioxan, filtered and dried. Yellow prisms of (I) were obtained by recrystallization of the crude product in 1,4-dioxan after five days.
Refinement
The disorder in one of the 5-methylfuran was detected through higher values of thermal parameters and from residual peaks.
To overcome the large or small bond distances DFIX was utilized during refinement. The group containing lower occupancy factor was refined using EADP.
The H-atoms were positioned geometrically (O-H = 0.82 Å, N-H = 0.86 Å, C-H = 0.93-0.96 Å) and refined as riding with U iso (H) = 1.2U eq (carrier) or 1.5U eq (methyl C). 
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x
0.65580 (14) 0.43845 (9) 0.24178 (8) 
